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BMKGENE
Microbiome Sequencing
Recommendations on tissue samples-Microbe
Species NGS-based Genome PB ONT
Bacteria 1x107 >35x10'° >35x10'°
Unicellular Fungus 5x10%-1x 107 >35x10'° >35x10'°
Macro Fungus >40qg >10.0g >10.0g
Recommendations on environmental sample (For 3 extraction)
Type Amplicon NGS-Metagenome |ONT-Metagenome
Soil/Sludge 1-2g 2-3g 3-5¢g
Intestinal contents-Animal 0.5-2g 0.5-2g 2-3g
Intestinal contents-Insect 01-0.25¢g 0.5-2¢ 2-39
Plant surface Enriched sediment01-0.5g = Enriched sediment0.5-1 g 2-39g
Fermentation broth Enriched sediment01-0.5g = Enriched sediment 0.2-0.5g
Feces (Large animals) 0.5-2 g 0.5-29g 2-3g
Feces (Mouse) 3-5grains 3-5grains 5-10 grains
Pulmonary alveolar lavage fluid (Mouse, etc.) Filter paper Filter paper/Sediment
Vaginal swab 5-6 swabs 5-6 swabs
Skin/ Genital swab/ Saliva/ Oral soft tissue/
Pharyngeal swab/ Rectal swab 273 swabs 273 swabs
Surface microorganism Filter paper or swab 5-6 swabs
Waterbody/ Air/ Biofilm Filter paper 1-2 filter paper
Endophytes 1-2g 2-3g
Dental plaque 05-1g 0.5-1g

Nucleotides sample requirements

Concentration and Purity

Qubit Conc. | 5 oint (ug)| Volume (uL) | 0D260/280 | OD260/230 | NNOdroP
(ng/pL) /Qubit
NGS-Amplicon > >0.3 =20 1.6-2.5
PB-Amplicon >20 >1.0 =20 1.6-2.5
NGS-Metagenome > >0.03 >20 1.6-2.5
NGS-Metatranscriptome >50 >10 >20 1.6-2.5
NGS-Microbial Genome = >0.06 >20 1.7-2.2
PB-Bacterial Genome =20 1 Uzg]/; 6 >20 1.7-2.2 >1.0 0.8-2.5
PB-Fungal Genome >20 ! igz/-gG >20 17-2.2 >1.6 0.8-2.5
ONT =40 >2.0 >20 1.7-2.2 =10 0.8-2.5

Recommended that stored in TE buffer

Biomarker Technologies (BMKGENE) GmbH
Copyright©2009-2023 Biomarker Technologies (BMK) GmbH .

e B|oZ,Johanrijrane weg ® tech@bmkcloud.com All Rights Reserved. Information and specifications are
42,48149 Munster, Germany & www.bmkgene.com subject to change at any time without notice.



