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BMKGENE
Transcriptome Sequencing
Recommendations on tissue samples (For 3 extraction)
Species Tissue NGS-based TGS-based Lnc-RNA SRNA
Root/Stem/Petal 450 mg 600 mg 600 mg 600 mg
Common plant Leaf/Seed 300 mg 300 mg 300 mg 300 mg
Fruit 129 129 129 129
Heart/Intestine 300 mg 300 mg 450 mg 450 mg
) Viscera/Brain 240 mg 240 mg 240 mg 240 mg
Common animal
Muscle 450 mg 450 mg 600 mg 600 mg
Bones/Hair/Skin 19 19 159 159
Insect 6 6 9 9
Arthropod
Crustacea 300 mg 300 mg 450 mg 450 mg
whole blood Blood 1 tube 1 tube 2 tube 2 tube
Cells Cultured cell 3x10° 3x10° 3x10° 3%10°
Serum - - 6 mL
Serum/Plasma ol
Plasma - - 6 mL 6 mL

Nucleotides sample requirements

Concentration and Purity

Qubit Conc. Integrity

Amount 0D260/280
(gl (Hg)

For plants: RIN=7.5;

PB . . )
ANA >120 >075 1.7-2.5 0.5-2.5 For animals: RIN=8.0;
5.0=285/185=1.0;
NT For plants: RIN>7.0;
SNA =100 >0.6 1.7-2.5 0.5-2.5 For animals: RIN>7.5;
5.0=285/185>1.0;
. Eukaryote: = 20 >0.5 For plants: RIN=6.0;
Illumina 1.7-2.5 0.5-2.5 For animals: RIN=6.5;
RNA Prokaryote: > 50 > 5.0>285/185=1.0;

For plants: RIN>6.5;
SRNA >80 >0.5 1.7-2.5 0.5-2.5 For animals: RIN=6.5;

5.0=285/185=1.0;

LNCRNA =100 205 1.7-2.5 0.5-2.5 For plants: RIN>6.5;
For animals: RIN=7.0;
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